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3 01 ACCCATTGCTGAAATGTTGGACTTGAAGATTGCTTTAGAAAGAGGAGTTGGTGAATGGTT 
0 

3 61 TCGTAAAAATAGAGATACCAAACCAGTTCCCGGTGATTACACACAATTGAGAACATTTTT 

0 

4 21 CGATAAATTATTGATCGATGAAGATACTTGGCCAAGAGATAACTTAAATGTTATACCTAA 

0 

4 81 TATTGAAGGAGAAGATTATGATGAAATCTACGATCGTGCCAAATTGTTTTGGAAAAAGTT 
0 TTAAATATGTGTTGATAGTTACACATGC 

Mill III I I I I I I i I I I i I II I MM 

541 TATTCCTGAATTTGAAAAGAAATTCCCCGAAATTAAAAATGTGTTGATAGTTACACATGC 
2 9 AGCAACGAAAATTGCTTTAGGATCAGCTTTATTACAGTTAAAATCAGTTACTGATGTTAT 



8 9 AGATGATAATCAAACTGTGTTACGTGCTGGTGCATGTTCATTATCCAAATTTGTTAGAGA 



14 9 TGGCGAAGATAAAACCAATCATACTATTCAATGGAAAATTGTCATGAATGGTAATTGTGA 



601 




661 




721 




209 



ATTCTTGACACAGGGTGAAGAAATGAAT 



781 




WO 00/15838 PCT/EP99/07376 

4/9 

FIG. 4 



HinD II! 287 
Drd I 290 
Xho I 295 
PacR7 I 295 
Ava I 295 

Spe i 506 



Hpa I 7 
Bel I 57 
Ban I 76 
Sty I 8 I 
Sec I 8 I 
BsaJ I 81 
Ear I 103 

BsrG I 233 



Xho II 617 
BstY I 617 
BstE II 627 

Bsa I 793 
Mine I 799 
Xmn I 858 
BseR I 858 
Eae I 950 



Msc I 952 
Hae I 952 
Pvu I 1015 
BsiE I 1015 

AlwN I I 151 

BspH I I 263 



EcoR I 1 280 
Pvu II 13*43 
NspB II 1343 
MspAl I 1343 
Bui i 1448 
SnaB I 1487 

PspI406 I 1544 
Afl II! 1610 



CaORllO 



WO OO/l 5838 PCT/EP99/07376 

5/9 

FIG. 5 



BstEII5l 



BsaI217 
Mine 1 223 
BsrD I 228 
BseR i 282 
Eael 



Xho II 4 1 
BstY I 4 1 



74 

Msc 1 376 
Had I 376 
Pvu 1439 
BsiEI439 

AhvN I 575 

BspH I 687 
EcoR I 704 
donor 762 



Pvu II 767 
NspB II 767 
MspAI 1 767 
NIa IV 850 
Bgl I 872 
donor2 907 
SnaB I 911 



J L 



_L 



M 



PspI406 I 968 

branch point 1026 

xn in 1034 

accentor 1047 



CaORllO 



BstB I 1081 
BsiCI 1081 



Stop 1596 



C-tcrminus 



WO 00/1 5838 PCT/EP99/07376 

6/9 

FIG. 6 



1 ATGACGATTGAAACTATTTATATCGCAAGACACGGTTATAGATCCAATTGGTTACCACCA 6 0 

II I I Ml I II 11 I I II I I MIMIIII IMIIMI II I Mil I M M I I MM MUM I 

1 ATGACGATTGAAACTATTTATATCGCAAGACACGGTTATAGATCCAATTGGTTACCACCA 6 0 



6 1 CCACACCCACCAAATCCTACTGGTATTGACAGTGACCCGGCTTTAGCACCACATGGTGTT 12 0 

I I 11 I II Ml I M M I i I Mill II Ml II M II II M M II M M I MM M MUM 

6 1 CCACACCCACCAAATCCTACTGGTATTGACAGTGACCCGGCTTTAGCACCACATGGTGTT 12 0 



121 GAACAAGCCCAACAGTTAGCTGCCTATCTTACATCATTACCTACACATG AAAAGCCTGAA 18 0 
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121 GAACAAGCCCAACAGTTAGCTGCCTATCTTACATCATTACCTACACATGAAAAGCCTGAA 18 0 
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181 TTTATTATTGCTTCACCTTTTTATCGTTGTATAGAAACGTCG AGACCCATTGCCGAAATG 24 0 



2 41 TTGGACTTGAAGATTGCTTTAGAAAGAGGAGTTGGTG AATGGTTTCGTAAAAATAGAGAT 3 00 

I I I I III Illl II I I I MMMMIMM I IIMIMM M I I M I 1! Mill I MMII 

241 TTGGACTTGAAGATTGCTTTAGAAAGAGGAGTTGGTGAATGGTTTCGTAAAAATAGAGAT 3 0 0 

o o o o o o 

3 01 ACCAAACCAGTTCCCGGTGATTACACACAATTGAGAACATTTTTCG ATAAATTATTGATC 3 60 
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421 TATGATGAAATCTACGATCGTGCCAAATTGTTTTGGAAAAAGTTTATTCCTGAATTTGAA 4 8 0 
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4 81 AAG AAATTC C C C G AAATT AAAAATGTGTTG AT AGTT AC AC ATG C AG C AACG AAAATTG CT 5 4 0 
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541 TTAGGATCAGCTTTATTACAGTTAAAATCAGTTACTGATGTTATAGATGATAATCAAACT 600 

II III Ml III I II I MINIM MMMI MINI II II Mill Ml III III Mill I 

541 TTAGGATCAGCTTTATTACAGTTAAAATCAGTTACTGATGTTATAGATGATAATCAAACT 6 00 



6 01 GTGTTACGTGCTGGTGCATGTTCATTATCCAAATTTGTTAGAGATGGCGAAGATAAAACC 6 60 
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661 AATCATACTATTCAATGGAAAATTGTCATGAATGGTAATTGTGAATTCTTGAC ACAGGGT 72 0 

o q o o o o 

721 GAAGAAATGAACTGGGATTTCCGTCGTGGTGTTGAAGCCGGGTCAGCTGAAGATATAGCG 7 80 

1 1 1 I ! 1 1 1 I 1 ! I ! M 1 1 1 1 M 1 1 t i I 1 I I 1 i ! I M 1 1 1 I 1 1 1 1 1 i M i I II M ! I i i 1 1 I 

7 21 GAAGAAATGAACTGGGATTTCCGTCGTGGTGTTGAAGCCGGGTCAGCTGAAGATATAGCG 7 8 0 

o o o o o o 

7 81 CAAAGAAAGGCAGCAGCAGAAGCAGAAGCAAAAGCATTGAAGAAAAATGAACAAACCAAA 8 4 0 

IIIIIIIIIMI Mlllllllllllllll I IIIMIIM IIMIII i IMIIIIMIIII 

7 81 CAAAGAAAGGCAGCAGCAGAAGCAGAAGCAAAAGCATTGAAGAAAAATGAACAAACCAAA 8 4 0 
o o o o o o 
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I II I M I ! I 1 1 M I M M I I M 1 1 I M I I M 1 1 1 I i ! I J I 1 1 1 1 M M ! ! 1! I i I M II ! 

84 1 TCCGATGGTCCCATCACTGAATCTGCCACTGGGGCAGAAATAGATGGGAATGAAGATGAA 90 0 
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9 01 TTTG AAGTACGTAAAACTTGAAAGAGATATTAAATAGACACAAACTT AGAAAATATAGAG 960 

MINI 
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961 ATACAAACGTTTTG AATTTCTTGATTCACTTTTTTGTTTAAAAATAAAAATAGTTCAAAA 10 20 
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10 21 TGAAATACTAACACATGTGTTTTTAGACATTTTATGTAACCATCGATATACCTTCAATTT 10 8 0 
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10 81 CGAATAAAATCGACAATGAAGAAGAACCACCATCAAGGACAGGTCAAGCTCCAAAATTCA 114 0 

1 1 M I 1 1 i M I I I I i 1 1 1 1 1 1 1 I M M M M I M 1 1 1 I 1 I I 1 1 I M I I I II I II I M M I 

94 1 CGAATAAAATCGACAATGAAGAAGAACCACCATCAAGGACAGGTCAAGCTCCAAAATTCA 10 00 



114 1 AAAACAATATTATCAAGCCTTCAGCACAACTCCAATTTACTGATTTAAAAGAAGATCATC 12 00 

INI I MM II II I I Mill Mil I II I II IIIMIIM II II Ml I.I 1 1 1 1 1 1 1 1 1 1 1 1 

10 01- AAAACAATATTATCAAGCCTTCAGCACAACTCCAATTTACTGATTTAAAAGAAGATCATC 106 0 

o o o o o o 

12 01 CATTAGTAAAAATATCGAACAATACTATATCTGCTCAAGGCTCGTCGTCGTCGTCGTTAT 12 6 0 
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1061 CATTAGTAAAAATATCGAACAATACTATATCTGCTCAAGGCTCGTCGTCGTCGTCGTTAT 112 0 



12 61 CAGCGTCGAAAAATGGATTTAATAGTCATACTCACAATTCAGGAGTCATTGATCCATCAG 13 2 0 
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1121 CAGCGTCGAAAAATGGATTTAATAGTCATACTCACAATTCAGGAGTCATTGATCCATCAG 118 0 



13 21 CACTTATAGATGGGAAAATTTATCAGACTGATTGGAATCAATTACAAGGTACTGAACTAA 13 8 0 

II I I II I II I I I II I I I I I I II II I II II I II I fl I M M I I II I I I II I I II I II I I II 
1181 CACTTATAGATGGGAAAATTTATCAGACTGATTGGAATCAATTACAAGGTACTGAACTAA 124 0 
o o o o o o 

13 81 TATTTG ATG AAAATGGTC AATTTAT AGGC AAGGTTAAGGAACATTTG ACTTGCAATAATA 14 4 0 
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12 41 TATTTGATGAAAATGGTCAATTTATAGGCAAGGTTAAGG AACATTTG ACTTGCAATAATA 13 0 0 
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14 41 ACACAAAATTCACATTAAAAAAGGCAGAAGAAGTAGAACAACTTCGTTCAGCAGATGATT 1500 

IIIMilllllllMIM IMIII llllll IIMMIIIIMIIIIIIIIIIMIIIMI 

13 01 ACACAAAATTCACATTAAAAAAGGCAGAAGAAGTAGAACAACTTCGTTCAGCAGATGATT 13 60 

O O o o o o 

15 01 CTATCATGG ATATAG ATC AAGACTCACAAGGACAACAACCAGCTAG AAGTCAGTTCTTAA 15 6 0 

II M MM III II M M I I II I 111 II I I II I I II II Ml Ml IM M II 1 II M Mill 

13 61 CTATCATGGATATAG ATCAAG ACTC ACAAGG ACAACAACCAGCTAG AAGTCAGTTCTTAA 14 2 0 

o o o o o o 

1561 AAAGAGCAATTGTGGCTGCTAGAGCCAAAGGTAAATAAATGCTATTTTGTTATTATTATA 162 0 

II Ml II I I M II IM I I MM I II I I M I M I I 

14 21 AAAGAGCAATTGTGGCTGCTAGAGCCAAAGGTAA 1454 
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